Table A. List of 93 SNPs and genes associated with biological processes.

F_Al F_Al Annotated
SSC SNP marker Variant Position p< Al DUROC YBH A2 genes Biological process
1 DIAS0004572 rs328115005 144135159 459E-24 A 1 0.0777 G VPS39 intracellular protein transport
2 DRGAO0017468 rs713429023 28427108 3.54E-29 T 1 0.0529 G PDHX acetyl-CoA biosynthetic process
2 MARCO0028771 rs81223208 28699945 4.37E-33 A 1 0.0385 G EHF epithelial cell differentiation
3 Wu_10.2_3 rs325133759 12957980 1.21E-50 G 1 0.0000 T VCF
3 ALGA0018879 rs81370102 50192060 2.40E-21 G 1 0.0962 A  SLCHA7 neuromuscular synaptic transmission
3 ASGA0097352 rs81317284 50726908 9.93E-23 T 1 0.0865 C  ST6GAL2 carbohydrate metabolic process
4 INRAO0015919 rs326729657 107586557 3.54E-29 G 1 0.0529 A ARNT embryonic placenta development
6 ALGA0116528 rs81346062 72847504 5.10E-27 T 1 0.0625 C CAMK2N1
6 ALGA0109523 rs81337627 85299522 1.62E-20 A 1 0.1019 G GRIK3 G-protein coupled glutamate receptor
6 ALGA0036047 rsg81389915 88054224 4.77E-26 A 1 0.0673 G MACF1 membrane protein transport
6 SIRI0000176 rs329679425 88136526 4.77E-26 G 1 0.0673 A  MACF1 membrane protein transport
6 ALGA0036052 rsg81389921 88163612 4.77E-26 G 1 0.0673 T MACF1 membrane protein transport
6 MARCO0008963 rs81251860 88243944 4.77E-26 G 1 0.0673 A MACF1 membrane protein transport
6 ASGA0028956 rs81389936 88264983 4.77E-26 C 1 0.0673 T MACF1 membrane protein transport
6 ASGA0028958 rs81389948 88285881 477E-26 T 1 0.0673 G MACF1 membrane protein transport
6 ALGA0036062 rs81389955 88312799 4.77E-26 C 1 0.0673 T MACF1 membrane protein transport
6 ALGA0036064 rs81389959 88334239 4.77E-26 C 1 0.0673 T MACF1 membrane protein transport
6 MARCO0076965 rs81262099 88357843 4.77E-26 G 1 0.0673 A  MACF1 membrane protein transport
6 DIAS0002485 rsg81211910 88384679 4.77E-26 C 1 0.0673 A  MACF1 membrane protein transport
6 ASGA0028971 rs81389986 88445968 5.27E-34 T 1 0.0343 G BMP8B bone morphogenetic protein family
6 ALGA0036086 rs81390019 88484410 1.11E-31 A 1 0.0433 G PABPC4 nucleic acid binding
6 H3GA0018528 rs81390069 88586835 1.11E-31 G 1 0.0433 A HPCAL4 calcium channel regulator activity, increased
mean corpuscular volume
6 ALGA0036101 rs81390070 88600864 1.11E-31 C 1 0.0433 A HPCAL4 calcium channel regulator activity, increased
mean corpuscular volume
ALGA0036113 rs81390112 88789277 1.11E-31 G 1 0.0433 A TRIT1 tRNA processing
ASGA0029025 rs81390137 88943854 437E-33 T 1 0.0385 C MFSD2A fatty acid transport, lipid transport across blood
brain barrier
MARCO0015713 rs81285728 89573648 4.37E-33 C 1 0.0385 T MC2R melanocortin receptor activity

ASGA0097503 rs81317489 89640457 248E-42 T 1 0.0144 C MC2R melanocortin receptor activity


https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs328115005
https://may2017.archive.ensembl.org/sus_scrofa/Gene/Summary?g=ENSSSCG00000004731&db=core
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs713429023
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81223208
https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs325133759
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81370102
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81317284
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs326729657
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81346062
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81337627
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs329679425
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389921
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81251860
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389936
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389948
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389955
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389959
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81262099
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81211910
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81389986
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81390019
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81390069
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81390070
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81390112
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81390137
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81285728
https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs81317489
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cellular response to leukemia inhibitory factor

cellular response to leukemia inhibitory factor

glycosylphosphatidylinositol (GPI) anchor
biosynthetic process

inositol phosphate dephosphorylation, a growth
factor for animals

striated muscle myosin thick filament assembly

insulin receptor signaling pathway, T cell
differentiation0
Cysteine Y glutamate metabolic process

cytoskeleton organization, assembly of
hemidesmosomes, contact between the basal
surface of epithelial cells and the underlying basal
lamina

chemotaxis, Pro Interleukin 16
chemotaxis, Pro Interleukin 16
chemotaxis, Pro Interleukin 16
chemotaxis, Pro Interleukin 16
chemotaxis, Pro Interleukin 16
proteolysis, protein metabolic process
proteolysis, protein metabolic process
proteolysis, protein metabolic process
proteolysis, protein metabolic process
lysosomal membrane

calcium-mediated signaling using intracellular
calcium source, regulation of G-protein coupled
receptor protein signaling pathway


https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs341367004
https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs81306790
https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs81336360
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81226716
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81318326
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs339432830
https://www.ensembl.org/sus_scrofa/Variation/Summary?v=rs81475823
https://www.ensembl.org/Sus_scrofa/Location/View?contigviewbottom=variation_feature_variation%3Dnormal%2Cseq%3Dnormal;db=core;r=6:96767540-96767640;source=dbSNP;v=rs81475823;vdb=variation;vf=417960
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80793059
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80830437
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81398013
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80837723
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http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80976160
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80849899
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs342597254
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80868794
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80837023
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80951652
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80816179
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80986501
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CAMK2G

VCL

VCL

ADK

calcium-mediated signaling using intracellular
calcium source, regulation of G-protein coupled
receptor protein signaling pathway

regulation of meiotic cell cycle process involved in
oocyte maturation

cellular response to epidermal growth factor
stimulus

cellular response to epidermal growth factor
stimulus

cellular response to epidermal growth factor
stimulus

chaperone-mediated protein folding, protein
folding

response to estradiol, lung epithelial cell
differentiation

protein maturation

hematopoietic progenitor cell differentiation
phospholipid transport

protein folding, oxidation-reduction process
mitochondrial calcium ion transport
embryonic growth retardation, decreased embryo
size

protein binding

zinc finger SWIM-type containing 8,
fucosyltransferase 11

calcium ion transport, protein serine/threonine
kinase activity

morphogenesis and desarrollo of an epithelium

morphogenesis and desarrollo of an epithelium

AMP biosynthetic process, Metabolism of
nucleotides


http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80845345
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81398046
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs331746636
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81222725
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81398056
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80850402
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs325625775
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81476832
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81305287
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81261131
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81448371
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81451083
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs327184000
http://may2017.archive.ensembl.org/Mus_musculus/Phenotype/Locations?ph=320
http://may2017.archive.ensembl.org/Mus_musculus/Phenotype/Locations?ph=320
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs339061874
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs328957349
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81451108
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80785304
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs345768654
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs345309524
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AMP biosynthetic process, Metabolism of
nucleotides

AMP biosynthetic process, Metabolism of
nucleotides

protein dephosphorylation

long-chain fatty acid metabolic process, lipid
biosynthetic process

lymphocyte associated antigen 4 CTLA 4 CD152
antigen

embryonic skeletal system morphogenesis,
osteoblast development

anterograde dendritic transport of mitochondrion

transporter activity
regulation of synaptic transmission, glutamatergic

cytokine-mediated signaling pathway, interleukin-
1, Type I, blocking receptor activity

cytokine-mediated signaling pathway, interleukin-
1, Type I, blocking receptor activity

cytokine-mediated signaling pathway, interleukin-
1, Type I, blocking receptor activity

arrangement and bonding together of a vacuolar
proton-transporting V-type ATPase complex

regulation of transcription, DNA-templated
regulation of transcription, DNA-templated
regulation of transcription, DNA-templated
gamma aminobutyric acid

receptor subunit alpha 3


https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80889570
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80895748
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80897302
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81241812
https://www.ensembl.org/Sus_scrofa/Gene/Family?g=enssscg00000016122
https://www.ensembl.org/Sus_scrofa/Gene/Family?g=enssscg00000016122
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs80949190
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs338906811
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs343808632
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81471732
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs322407819
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs328334089
https://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs327024720
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http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs81473906
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs330548482
http://may2017.archive.ensembl.org/sus_scrofa/Variation/Summary?v=rs322056532
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ZNF185
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nucleus
FAMS58A

VBP1
BRCC3

gamma aminobutyric acid

receptor subunit alpha 3

gamma-aminobutyric acid receptor subunit
alpha3
ion transmembrane transport

zinc ion binding
zinc ion binding

spermatid development, spermiogenesis
protein serine/threonine kinase regulator activity

Al allele MAF. A2 alternate allele. F_A1 A1 allele frequency. YBH Yucatan black hairless.
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